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DEFINITION  Rhipicephalus microplus isolate Mithun(Bos frontalis), Arunachal 
           Pradesh 5.8S ribosomal RNA gene and internal transcribed spacer 2, 
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    source          1..573 
                    /organism="Rhipicephalus microplus" 
                    /mol_type="genomic DNA" 
                    /isolate="Mithun(Bos frontalis), Arunachal Pradesh" 
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                    /country="India" 
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ORIGIN       
       1 ccttgggtct tcccttggct tcgtctgtct gagggtcgga tcacatatca agagagcctt 
      61 cggcgcacaa gggaacgtga gccgtcgact cgttttgacc gcgtcggcaa cacggacagc 
     121 acgctgaaca cctcacagcg agcgccaaca gcggccactc aagggcgaga cggtggcgac 
     181 cgtcgtgcca gagcccaacc gaaacggggg cgaccgactg cattgaggat gtggcacctc 
     241 gttgagaccg ccgcaggact tcgagtcgga aggaagcctg cagggaaagt gcggtcgagg 
     301 ttgcgtactc ctctctgcga ccgggcgcgc aagagctgcg agagccacgg acgcgcaact 
     361 ttaacgcacg gtaaacacga ggagcgaaag ccggccagca aagcttctcc agccgtgcgc 
     421 aaagtgcgcg agatcgcagc cttgcgttgc gcttgttgcc ctcgaagtaa gctgggtgtc 
     481 ccgtagaccg ggcgctcgaa cacgctgcgg ggccgtgcct cctccaggct ttgccgcgcg 
     541 aacagggaac gttcgcgcgc aaagcgcagg gag 
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